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Species Gene Symbol Gene ID GenBank Accession Transcript
Human TRIM27 5987 BCO013580 NM_030950
About the gene

Official Symbol TRIM27

Previous Symbol RFP

Official Full Name | tripartite motif containing 27

Synonyms RNF76

Location 6p22.1
Gene Type protein-coding gene
Uniprot ID P14373

Pathway/Library Ubiquitin Ligases Genes Library

This gene encodes a member of the tripartite motif (TRIM) family. The TRIM motif includes three
zinc-binding domains, a RING, a B-box type 1 and a B-box type 2, and a coiled-coil region. This protein
localizes to the nuclear matrix. It interacts with the enhancer of polycomb protein and represses gene
transcription. It is also thought to be involved in the differentiation of male germ cells. Fusion of the
N-terminus of this protein with the truncated C-terminus of the RET gene product has been shown to
result in production of the ret transforming protein.
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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